co-infected. (1) In Georgia, the proportion of new and retreatment TB cases that are MDR TB is 12% and 39% respectively, and 10% of MDR TB cases are XDR TB.(2) Fewer than 5% of TB cases are HIV co-infected. At the time of the study in both South Africa and Georgia, the standardized MDR and XDR TB regimens included PZA, but PZA DST was not routinely available in either setting.
Study Population from Parent Studies
Sputum samples were obtained from a convenience sample of newly diagnosed and retreatment MDR-and XDR TB patients prospectively enrolled in observational studies:
SHOUT MDR TB and TRAX XDR TB studies in KwaZulu-Natal province; and a study examining the performance of the MTBDRsl assay in the Country of Georgia. Isolates from all participants in the parent study were eligible for the current study, and were successfully regrown for 74 MDR TB and 377 XDR TB participants from South Africa and 93 MDR TB and 10 XDR TB participants from Georgia. DNA was extracted and was subject to PCR amplification followed by standard capillary sequencing of the pncA promoter and coding DNA sequence at the Public Health Research Institute/Rutgers in New Jersey, as previously described.(6) Polymorphisms were identified by alignment of nucleotide sequences to the H37Rv reference strain (NCBI accession number AL123456) using ClustalW2.
